
Module 12 
Exporting Data



Export the Entire Database



Backup the Database



Export Query Results



Using the Query Builder, you can export any query built on any 
table to CSV.

Export Query Results



Web Portal Exporting



Create an export query, package a ZIP file, import into the Web Portal!
Using the Data Exporter tool in Specify 6. This can be automated using the command line.





Publishing Data



● Increasing Mandates
○ Funders (e.g. NSF) and journals may require open access to 

specimen– and sequence-level data
○ Institutional data policies emphasize transparency, reproducibility, 

and compliance

● Global Visibility & Impact
○ Publishing to aggregators (GBIF, ALA, GGBN, iDigBio) multiplies 

discoverability
○ Shared data drives research in ecology, conservation, climate 

change, and beyond

Why Data Publishing Matters



● Efficiency Gains
○ Automated exports save curator time vs. manual CSV assembly
○ Scheduled or on-demand feeds keep aggregator portals up to date 

with minimal effort

● Community & Collaboration
○ Shared datasets enable large-scale analyses (e.g., species range 

modeling, phylogeography)
○ Contributing institutions gain credit and visibility for their collections

● Future-Proofing Collections
○ Published, standardized data remain accessible and reusable long after 

systems evolve

Why Data Publishing Matters



Data Publishing
● Specify 7 can function as an Integrated 

Publishing Toolkit (IPT) to publish 

collections data to GBIF and other data 

aggregators

● Built on top of the Query Builder

● Data sets can be shared via

○ ZIP archive

○ RSS feed



Data Publishing Pipeline



Step 1: Build an export query



Step 2: Map each field to the corresponding identifier via XML



Step 3: Create or grab Ecological Metadata Language (EML)

EML Generator 
by GBIF Norway

https://github.com
/gbif-norway/eml-
generator-js

https://github.com/gbif-norway/eml-generator-js
https://github.com/gbif-norway/eml-generator-js
https://github.com/gbif-norway/eml-generator-js


Step 4: Upload the data set’s ecological metadata (EML)



Step 4½: Validate data set with GBIF

GBIF Validator: https://github.com/gbif/gbif-data-validator

API

Using the GBIF API, users can validate that the export data set 
meets the requirements for publishing.

● Verifies data mappings to Darwin Core profiles  

● Ensures all required fields are present and correctly filled  

● Validates data quality (date format, geodetic datum)  

● Detects internal inconsistencies (e.g., coordinates outside 
declared country)  

● Generates detailed errors and warnings for indexing issues  

● Reviews metadata structure and required content (e.g., 
contacts)  

● Offers recommendations to improve data and metadata 
quality



Step 4: Define the export procedure and publish!

New data 
available!



Step 5: Publish & verify data set appears correctly downstream!



Future Development



Roadmap
● Version 1 (Planned for 2026):

○ New schema mapper & data set publishing toolkit

○ Default schema mappings for Darwin Core and 
popular GBIF extensions

● Version 2 (TBD): 

○ Integrate member feedback & additional defaults

○ Connect to the GBIF Validator API inside Specify

○ Web Portal exporting


